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Establishment of cell lines overexpressing sialic acid and its application
—Development of a sensitive tool to detect influenza virus infection—
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Abstract: Sialic acids are present in a variety of mammalian glycoproteins and glycosphingolipids (GSLs), usually at the terminal

positions of carbohydrate chains. These chains play critical roles in biological phenomena such as cell-cell recognition, neurite

outgrows and virus infection. The sialic acids are transferred to carbohydrate chains by specific sialyltransferases (STs) in the cell.

Therefore, the STs are considered to be key enzymes in biosynthesis of sialylated-glycoconjugates. In this report, we aim to establish

cell lines overexpressing sialic acids using sialyltransferase from marine bacteria, and develop as a tool to detect the influenza virus

infection.
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Figure 1. Structure of expression vector for bacterial ST

1208

[CBB] [WB:FLAG ]
CFWT ST i CF WTST
97.2kDa am
66.4kDamm
45.0kDam e

29.0kDa

20.1 kDa s

14.3kDa mm

Figure 2. (A)CBB Staining (B)Westen blotting
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