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Structural charactarizations of N-acetylglucosamine-terminating neolacto-series glycosphingolipids using monoclonal
antibodies specific to N-acetylglucosamine residues (MAC) and its scFv mAbs properties
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Abstract : Four glycosphingolipids (GSLs) carrying terminal GICNAc residues were detected by immunological analysis using monoclonal

antibody (mAb) MAC-1, and purified by ion-exchange and repeated silica bead column chromatography by using bovine erythrocytes.

Structures of MAC-1 reactive glycosphingolipids-1, -II, -111and-1V(GSLs-Ito -1V) had similar N-acetylglucosamine-terminating neolacto-

series glycosphingolipid structures at the non-reducing terminal.

investigating and comparing similar series of the mAbs and their specificities using variable regions analysis by RT-PCR method.

Being based on the antigen epitope findings above, we are currently

Use of

thus generated scFv mAbs by phage display technology were found tobe  useful in further characterizations of defined specificity of similar

carbohydrate antigen epitopes.
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